Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.002 Å; R factor = 0.056; wR factor = 0.200; data-to-parameter ratio = 19.4.
In the title compound, C 15 H 16 N 2 , has an E conformation about the central N C bond. The benzene and pyridine rings are almost normal to one another with a dihedral angle of 87.47(8) . In the crystal, there are no classical hydrogen bonds. Qiu et al. (2009) . For imino C N bonds in a related structure, see: Nienkemper et al. (2006) . For the preparation of related compounds, see: Bianchini et al. (2001) ; Fan et al. (2009) Data collection: SMART (Bruker, 2000) ; cell refinement: SAINT (Bruker, 2000) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXP97 (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL (Sheldrick, 2008) .
Related literature
1. The imino C==N bonds have typical double-bond characteristic with bond lengths of 1.240 (2), which are similar to that in (2,6-diisopropylphenyl)[1-(pyridin-2-yl)ethylidene]amine, 1.280 (2) Å (Nienkemper et al., 2006) . The compound (I) possesses a structure with approximate P2 1 /c symmetry. The dihedral angles between 2,4,6-trimethyl-substituted phenyl rings and the pyridine ring are 87.5° respectively.
Experimental
The Schiff base was prepared according to the literature methods for analogous compounds (Fan et al., 2009 , Bianchini et al., 2002 . Pyridine-2-carboxaldehyde (1.69 g, 15.8 mmol) and 2,4,6-trimethyaniline (2.13 g, 15.7 mmol) were dissolved in 20 ml of methanol containing a few drops of formic acid and the resulting mixture was heated at reflux temperature for 4 h. Partial evaporation of solvent under reduced pressure gave yellow soild.Yellow block crystals suitable for X-ray diffraction analysis were obtained by recrystallization from n-hexane,and the specific method was that a solution of yellow soild in 15 ml of n-hexane was heated at 338 K and then allowed to cool down to room temperature.Yield:76%
(2.68 g).
Refinement
The C-bound H atoms were positioned geometrically with C-H = 0.93-0.96 Å, and allowed to ride on their parent atoms with U iso (H) = 1.2 U eq (C) for CH 2 groups, and 1.5 U eq (C) for CH 3 groups.
Computing details
Data collection: SMART (Bruker, 2000) ; cell refinement: SAINT (Bruker, 2000) ; data reduction: SAINT (Bruker, 2000) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXP97 (Sheldrick, 2008) ; software used to prepare material for publication:
SHELXTL (Sheldrick, 2008 Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. N1 0.0668 (9) 0.0740 (10) 0.0716 (9) −0.0142 (7) −0.0044 (7) 0.0011 (7) N2 0.0550 (7) 0.0706 (9) 0.0494 (7) −0.0078 (6) −0.0024 (6) 0.0029 (6) C1 0.0461 (7) 0.0634 (9) 0.0540 (8) (7) −0.0020 (7) −0.0008 (6) 0.0013 (7) C7 0.0489 (7) 0.0565 (9) 0.0470 (7) −0.0056 (6) 0.0006 (6) 0.0057 (6) C8 0.0537 (8) 0.0609 (9) 0.0506 (8) −0.0007 (7) 0.0077 (6) 0.0032 (6) C9 0.0429 (7) 0.0695 (10) 0.0631 (9) −0.0015 (6) 0.0062 (7) 0.0033 (7) C10 0.0473 (8) 0.0654 (10) 0.0600 (9) −0.0091 (7) 0.0001 (7) −0.0011 (7) C11 0.0556 (8) 0.0634 (10) 0.0593 (8) −0.0052 (7) 0.0055 (7) −0.0090 (7) C12 0.0463 (7) 0.0590 (9) 0.0564 (8) −0.0009 (6) 0.0038 (6) 0.0015 (7) C13 0.0742 (11) 0.0847 (13) 0.0654 (10) 0.0051 (9) 0.0113 (9) −0.0099 (9) C14 0.0577 (10) 0.0992 (15) 0.0829 (12) −0.0133 (9) −0.0066 (9) −0.0186 (11) C15 0.0522 (9) 0.0831 (12) 0.0836 (12) 0.0113 (8) 0.0035 (8) −0.0091 (10) Geometric parameters (Å, º) N1-C1 1.328 (2) C8-C13 1.496 (2) N1-C3 1.335 (2) C9-C10 1.375 (2) N2-C6 1.240 (2) C9-H9A 0.9300 N2-C7 1.4333 (18) C10-C11 1.386 (2) C1-C2 1.377 (2) C10-C14 1.518 (2) C1-C6 1.478 (2) C11-C12 1.393 (2) C2-C5 1.383 (2) C11-H11A 0.9300 C2-H2A 0.9300 C12-C15 1.509 (2) C3-C4 1.366 (3) C13-H13A 0.9600 C3-H3A 0.9300 C13-H13B 0.9600
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )

